positive by ELISA (Enzygnost Anti-TBE/FSME Virus [IgG, IgM] Siemens, Erlangen, Germany) or PCR (online Technical Appendix). Since the 1980s, Sweden has experienced a 4-fold increase in human TBE incidence, with spread southwest (10) . The emergence of the TBEV strain T2 closely related to isolates from Sweden may be a continuation of this geographic trend. A previous antibody study found 3 deer positive for TBEV in Zealand-Falster (2); however, without convincing neutralization data, this finding is not confirmed. The lack of TBEV viremia and seropositivity among the patients in Zealand who had histories of tick bites supports a recent introduction to the new focus. Thus, 2 distinct introductions of TBEV have occurred in Denmark. The underlining environmental or climatic factors driving this geographic trend remain unknown. (7, 8) .
In November 2012, two live song thrushes (Turdus philomelos) with central nervous system signs were recovered from a die-off of ≈10 birds at a hunting estate in southern Spain. A full necropsy was conducted on the 2 thrushes (which died shortly after capture), and samples were collected for virus detection and histopathologic examination. Total RNA was extracted from oral and cloacal swab specimens, from serum from a cardiac blood clot, and from heart, kidney, spleen, and brain tissues by using High Pure RNA Tissue Kit (Roche Diagnostics, Barcelona, Spain) and analyzed by generic flavivirus SYBR Green (QIAGEN, Madrid, Spain) real-time reverse transcription PCR (RT-PCR) and by a generic conventional nested flavivirus RT-PCR (9) . The product of the first PCR (1,048 bp) was resin purified, cloned into pGEM-T (Promega, WI, USA), and sequenced.
This sequence was compared with sequences of European and African USUV strains that were available in GenBank. In addition to the histopathologic examination, we used a polyclonal primary rabbit antibody directed against West Nile virus with proven cross-reactivity to other flaviviruses for viral antigen detection by immunohistochemical testing (9) .
The thrushes were an adult male and female in poor body condition; they had greenish urate-soiled feathers around the cloaca. Subcutaneous or visceral fat deposits were absent, and the pectoral muscle was partially atrophied, more severely in the male. Both birds showed severe generalized congestion.
The serum, brain, and pool of cloacal and oropharyngeal swab specimens of both birds yielded a strongly positive signal in the generic flavivirus real time RT Figure, panel A) , with similar results for maximum likelihood and neighborjoining methods (data not shown).
Histologically, both birds had severe encephalitis characterized by congestion, neuronal and Purkinje cell necrosis, gliosis, satellitosis, neuronophagia, and endothelial cell swelling and vasculitis. Other lesions included multiorgan congestion, necrosis of renal tubular epithelium, and moderate hemosiderosis in the liver and spleen. Intravascular cross-sections of filarial parasites were detected in pulmonary capillaries. Antigen labeling was detected in neurons in the cerebral hemispheres and brain stem and in glia cells throughout the brain (Figure, panel  B) . Rare Purkinje cells and neurons in peripheral ganglia (e.g., of the gizzard) as well as cardiac myofibers and renal tubular epithelial cells were positive for viral antigen.
The molecular genetic analysis, histopathologic examination, and immunohistochemical testing confirmed encephalitis caused by USUV in 2 migratory wintering song thrushes who died during a small mortality event in southern Spain. Phylogenetic analysis showed that the USUV strain infecting the diseased birds was more similar to USUV strains from Austria, Hungary, and Germany than to USUV strains isolated from mosquitoes in Spain (7, 8) 
